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GCCCCACCACGCCTCATCTGTGACAGCCGAGTCCTGGAGAGGTACCTCTTGGAGGCCAAG 
1 + + + + + + 

CGGGGTGGTGCGGAGTAGACACTGTCGGCTCAGGACCTCTCCATGGAGAACCTCCGGTTO 
AlaProProArgLeuIleCysAspSerArgValLeuGluArgTyrLeuLeuGluAlaL^s 

GAGGCCGAGAATATCACGACGGGCTGTGCTGAACACTGCAGCTTGAATGAGAATATCACT 

61 + + + + +---/- + 120 

CTCCGGCTCTTATAGTGCTGCCCGACACGACTTGTGACGTCGAACTTACTCTTATAGTGA 
GluAlaGluAsnlleThrThrGlyCysAlaGluHisCysSerLeuAsnGl^AsnlleThr 

GTCCCAGACACCAAAGTTAATTTCTATGCCTGGAAGAGGATGGAGG^CGGGCAGCAGGCC 

121 + + + + + 180 

CAGGGTCTGTGGTTTCAATTAAAGATACGGACCTTCTCCTACCTCCAGCCCGTCGTCCGG 
ValProAspThrLysValAsnPheTyrAlaTrpLysArgMet<SuValGlyGlnGlnAla 

GTAGAAGTCTGGCAGGGCCTGGCCCTGCTGTCGGAAGCT<^TCCTGCGGGGCCAGGCCCTG 

181 + + + V-+ + + 240 

CATCTTCAGACCGTCCCGGACCGGGACGACAGCCTTJ^GACAGGACGCCCCGGTCCGGGAC 
ValGluValTrpGlnGlyLeuAlaLeuLeuSerGlaAlaValLeuArgGlyGlnAlaLeu 

TTGGTCAACTCTTCCCAGCCGTGGGAGCCCCrTJ^CAGCTGCATGTGGATAAAGCCGTCAGT 

241 + + + + + + 300 

AACCAGTTGAGAAGGGTCGGCACCCTCGGGGACGTCGACGTACACCTATTTCGGCAGTCA 
LeuValAsnSerSerGlnProTrpGluPj^oLeuGlnLeuHisValAspLysAlaValSer 

GGCCTTCGCAGCCTCACCACTCTGCTTCGGGCTCTGGGAGCCCAGAAGGAAGCCATCTCC 

301 + 4- -J- + + + + 360 

CCGGAAGCGTCGGAGTGGTGAGAJ2?GAAGCCCGAGACCCTCGGGTCTTCCTTCGGTAGAGG 
GlyLeuArgSerLeuThrThrI^6uLeuArgAlaLeuGlyAlaGlnLysGluAlaIleSer 

CCTCCAGATGCGGCCTCAGC^TGCTCCACTCCGAACAATCACTGCTGACACTTTCCGCAAA 

361 + t4 + + + + 420 

GGAGGTCTACGCCGGAG^GACGAGGTGAGGCTTGTTAGTGACGACTGTGAAAGGCGTTT 
ProProAspAlaAlaSisrAlaAlaProLeuArgThrlleThrAlaAspThrPheArgLys 

CTCTTCCGAGTCTi^TCCAATTTCCTCCGGGGAAAGCTGAAGCTGTACACAGGGGAGGCC 

421 + — -A + + + + + 480 

GAGAAGGCTCAGATGAGGTTAAAGGAGGCCCCTTTCGACTTCGACATGTGTCCCCTCCGG 
LeuPheArgVadTyrSerAsnPheLeuArgGlyLysLeuLysLeuTyrThrGlyGluAla 

TGCAGGACAGGGGACAGATGA 

481 V-+ + - 501 

ACGTCCTGTCCCCTGTCTACT 

CysAr^ThrGlyAspArg Figure 5 



